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Species Gene Symbol Gene ID GenBank Accession Transcript

Human NDUFV2 4729 BC001632 NM_ 021074

About the gene

Official Symbol NDUFV2

Previous Symbol -

Official Full Name | NADH:ubiquinone oxidoreductase core subunit V2

Synonyms CI-24k

Location 18p11.22

Gene Type protein-coding gene

Uniprot ID P19404

Pathway/Library Cancer Target Genes Library

The NADH-ubiquinone oxidoreductase complex (complex I) of the mitochondrial respiratory chain
catalyzes the transfer of electrons from NADH to ubiquinone, and consists of at least 43 subunits. The
complex is located in the inner mitochondrial membrane. This gene encodes the 24 kDa subunit of
Gene Summary complex I, and is involved in electron transfer. Mutations in this gene are implicated in Parkinson's
disease, bipolar disorder, schizophrenia, and have been found in one case of early onset hypertrophic
cardiomyopathy and encephalopathy. A non-transcribed pseudogene of this locus is found on chromosome
19.
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D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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